ABSTRACT
.0 GYP 17 CR51 is the first naturally occurring target for Pbx to be discovered and CYP1 7 expression is the only case where Pbx is found to be involved in cAMP-dependent transcription. The CR51 gel shift patterns produced with nuclear extracts from different cell types are indistinguishable (Fig. 3) nonsteroidogenic cell lines enhances cAMP-dependent CR51-mediated transcription (37, 39). It seems likely that Pbxi is essential for CR51-dependent, cAMP-mediated transcription.
However, it appears not to be sufficient by itself. Presumably characterization of the remaining two CR51 binding proteins will be important in explaining the tissue-specific transcription associated with CR51 and its binding proteins.
The physiological basis of the diversity of CR5 elements and their binding proteins that participate in the coordinated, chronic transcriptional response of the steroidogenic pathway to ACTH is not understood. Comparison of the responsiveness of several of these elements to cAMP in transfection studies indicates that they are less responsive than the consensus GRE examined under the same conditions (Table 2 ).
Since the presence of ACTH regularly applies transcriptional pressure on these elements to assure optimal steroidogenic capacity in the adrenal cortex, it could be that the magnitude of their response may not be required to be as strong as with other cAMPresponsive genes, which use CRE/CREB and are induced via this system. It is well known that adrenal steroidogenesis is quite variable from species to species and this might explain why in some cases the same gene seems to use different CR5 systems in different species. But the diversity within a given species such as seen for the bovine CRS elements in Table 1 Fig. 4 .
In addition to the diversity of the GRSs, this scheme is probably more complex than illustrated. The action of PEA in response to cAMP is known to be quite rapid. For example, the acute response, which is PEAdependent, is very rapid; increases in steroid hormone production in adrenal cells are observed within minutes.
In the adrenal cortex, PEA-dependent transcription of immediate early genes, including JunB and cFos, is also very rapid (41). Optimal transcript levels from these genes are observed within 1 h, the 
